
distribution of average R

heterogeneity

Fr
eq

ue
nc

y

0 2 4 6 8 10

0
2

4
6

8
10

0 2 4 6 8 10

0
40

80
12

0

time series

Time
# 

pe
op

le

Susceptible
Infected
Recovered

outbreak size distribution

cumulative # infected (final size)

fre
qu

en
cy

0 50 150 250

0
5

15
25

distribution of average R

heterogeneity

Fr
eq

ue
nc

y

0 2 4 6 8 10

0
5

10
15

0 2 4 6 8 10

0
40

80
12

0

time series

Time

# 
pe

op
le

Susceptible
Infected
Recovered

outbreak size distribution

cumulative # infected (final size)

fre
qu

en
cy

0 50 150 250
0

5
15

25

het.epidemic(beta.mean.=.2,.beta.var.=..5,.runs.=.30,.end.9me.=.10,.pop.size.=.100,.gmma.=.1)..
het.epidemic(beta.mean.=.2,.beta.var.=.8,.runs.=.30,.end.9me.=.10,.pop.size.=.100,.gmma.=.1).



distribution of average R

heterogeneity

Fr
eq

ue
nc

y

0 2 4 6 8 10

0
5

10
15

20

0 2 4 6 8 10

0
10

0
25

0

time series

Time
# 

pe
op

le

Susceptible
Infected
Recovered

outbreak size distribution

cumulative # infected (final size)

fre
qu

en
cy

0 50 150 250

0
5

15
25

distribution of average R

heterogeneity

Fr
eq

ue
nc

y

0 2 4 6 8 10

0
20

40

0 2 4 6 8 10

0
10

0
25

0

time series

Time

# 
pe

op
le

Susceptible
Infected
Recovered

outbreak size distribution

cumulative # infected (final size)

fre
qu

en
cy

0 50 150 250
0

5
15

25

het.epidemic(beta.mean.=.2,.beta.var.=..5,.runs.=.30,.end.9me.=.10,.pop.size.=.300,.gmma.=.1)..
het.epidemic(beta.mean.=.2,.beta.var.=.8,.runs.=.30,.end.9me.=.10,.pop.size.=.300,.gmma.=.1).



distribution of average R

heterogeneity

Fr
eq

ue
nc

y

0 2 4 6 8 10

0
10

20
30

0 2 4 6 8 10

0
10

0
25

0

time series

Time
# 

pe
op

le

Susceptible
Infected
Recovered

outbreak size distribution

cumulative # infected (final size)

fre
qu

en
cy

0 50 150 250

0
5

15
25

distribution of average R

heterogeneity

Fr
eq

ue
nc

y

0 2 4 6 8 10

0
50

15
0

0 2 4 6 8 10

0
10

0
25

0

time series

Time

# 
pe

op
le

Susceptible
Infected
Recovered

outbreak size distribution

cumulative # infected (final size)

fre
qu

en
cy

0 50 150 250
0

5
15

25

het.epidemic(beta.mean.=..8,.beta.var.=..5,.runs.=.30,.end.9me.=.10,.pop.size.=.300,.gmma.=.1)..
het.epidemic(beta.mean.=..8,.beta.var.=.8,.runs.=.30,.end.9me.=.10,.pop.size.=.300,.gmma.=.1).



Summary.

•  Heterogeneity.makes.pathogens.
• more.likely.to.invade.
•  smaller.epidemics.
•  faster.epidemics.
•  faster.ini9al.rate.of.increase.


